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3. SynSearcher 
 
SynSearcher searches for a synteny block with a reference sequence best matched to a given DNA or 
protein sequence by using BLAST searches. 
 
(1) Selecting a reference species 

 
• Selecting a reference and its assembly version. 

 
(2) Selecting a resolution 

 
• Selecting a resolution of synteny blocks. 

 
(3) Selecting a query sequence type 

 
• Selecting a query sequence type (DNA or protein). 

 
(4) Inserting a query sequence 

 
• Entering the query sequence in the text box by self-typing, copy and paste, or uploading a 

file. 
• The query sequence must be in the FASTA format. 
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(5) Selecting a target species 

 
• Selecting target species and their assembly versions for searching the query gene sequence. 
• ‘>>’ button is used for adding target species. 
• ‘<<’ button is used for deleting target species. 

 
(5) An example of a query sequence and chosen species 

 
• User can load an example data set by clicking the ‘Load an example’ button. 

 
(6) Job submission  

 
• Users can submit a job by clicking the ‘Submit’ button. 
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(7) Result page 

 
• Users can check the status of their own jobs in a separated result page, which includes the 

information of processing and results of searching the synteny blocks and a Circos plot 
representing syntenic relationships. 

• The Job ID column shows the identifier of each submitted job. 
• The Description column shows the details of the submitted job. 
• The Status column shows the current status of the job. 
• The Result column provides the BLAST search result. 

o Waiting à Waiting for finishing the job 
o View à Viewing the result of the searched synteny blocks 
o Download à Downloading the result of the searched synteny blocks as a text file. 
o No result à Syntenic regions not found. 

• The Circos column provides the Circos plot drawn by using found synteny blocks. 
o Waiting à Waiting for drawing the Circos plot. 
o View à Viewing the Circos plot. 
o Download select box à Selecting and downloading the Circos plot. 
o No results à There is no result for drawing the Circos plot. 
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• The gray ribbons in the resulting Circos plot represent all syntenic regions between the 
reference and the selected target species. 

• The orange ribbons in the resulting Circos plot represent the matching syntenic regions 
between the reference and selected target species. 
 

(8) Output file format 
• Lines starting with ‘#’ contain parameters of the built synteny blocks. 

o Resolution à The minimum size of a reference block in bp 
o Reference species à Selected reference species 
o Target species à Selected target species 

• Top BLAST search result is the best scored result of the BLAST search with a query 
sequence against the BLAST database of the reference genome. 

• Synteny blocks show the pairwise syntenic regions of the reference and targets which 
contain the BLAST searched region. 

 


